Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.002 Å; R factor = 0.036; wR factor = 0.105; data-to-parameter ratio = 11.4.
In the crystal structure of the title compound, C 10 H 6 N 2 O 6 Á-2H 2 O, the OH and NH groups each serve as a hydrogen-bond donor to one acceptor site whereas the water molecules each serve as a hydrogen-bond donor to two acceptor sites. The hydrogen-bonding scheme gives rise to a three-dimensional network.
Related literature
For the structure of bis(hydrazinium) 4-hydroxy-1-oxo-2H-phthalazine-6,7-dicarboxylate, see: Benniston et al. (1999) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). 
Data collection: APEX2 (Bruker, 2007 ); cell refinement: SAINT (Bruker, 2007) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: X-SEED (Barbour, 2001) ; software used to prepare material for publication: publCIF (Westrip, 2008) .
4-Hydroxy-1-oxo-1,2-dihydrophthalazine-6,7-dicarboxylic acid dihydrate L.-L. Liang, J.-S. Zhao and S. W. Ng Comment Benzene-1,2,4,5-tetracarboxylic acid reacts with hydrazine to form bis(hydrazinium) 4-hydroxy-1-oxo-2H-phthalazine-6,7-dicarboxylate, whose anion represents a ligand possesses a recognition site for metals as well as a rich hydrogen-bonding motif (Benniston et al., 1999) . The neutral acid itself would be more useful for the synthesis of metal derivatives; the neutral acid has been unexpectedly obtained when the reaction was carried out in the presence of a cobaltous salt. The acid crystallizes as a dihydrate (Scheme I, Fig. 1 ). The -OH and -NH groups each serves as hydrogen-bond donor to one acceptor site whereas the water molecules each serves as hydrogen bond donor to two acceptor sites. The hydrogen bonding scheme gives rise to a three-dimensional network.
Hydrazine hydrate (0.01 g, 0.2 mmol), pyromellitic acid (0.05 g, 0.2 mmol), cobaltous chloride hexahydrate (0.02 g, 0.1 mmol) and water (10 ml) were heated in a 25 ml, Teflon-lined Parr bomb at 433 K for 96 h. The bomb was cooled to room temperature at 10 K per hour.
Refinement
All hydrogen atoms were located in a difference Fouier map, and were refined with distance restraints (C-H 0.95±0.01, N-H 0.88±0.01 and O-H 0.84±0.01 Å). Temperature factors were freely refined. Figures   Fig. 1 . Molecular structure of (I) showing atomic labelling scheme and displacement ellipsoids at the 70% probability level.
4-Hydroxy-1-oxo-1,2-dihydrophthalazine-6,7-dicarboxylic acid dihydrate (1) 139 (2) Symmetry codes: (i) x, y, z+1; (ii) −x, −y+1, −z+1; (iii) −x+1, −y+1, −z+1; (iv) −x+2, −y+2, −z+1; (v) x+1, y, z; (vi) −x+2, −y+1, −z+2.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (

